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This paper studies electrical impedance tomography (EIT) using Bayesian inference [1]. The resulting
posterior distribution is sampled by Markov chain Monte Carlo (MCMC) [2]. This paper studies a toy
model of EIT as the one presented in [3], and focuses on efficient MCMC sampling for this model.
First, this paper analyses the computation of forward map of EIT which is the bottleneck of each MCMC

update. The forward map is computed by the finite element method [4]. Here its exact computation was
conducted up to five times more efficient, by updating the Cholesky factor of the stiffness matrix [5].
Since the forward map computation takes up nearly all the CPU time in each MCMC update, the overall
efficiency of MCMC algorithms can be improved almost to the same amount. The forward map can also be
computed approximately by local linearisation, and this approximate computation is much more efficient
than the exact one. Without loss of efficiency, this approximate computation is more accurate here, after
a log transformation is introduced into the local linearisation process. Later on, this improvement of
accuracy will play an important role when the approximate computation of forward map will be employed
for devising efficient MCMC algorithms.
Second, the paper presents two novel MCMC algorithms for sampling the posterior distribution in

the toy model of EIT. The two algorithms are made within the ‘multiple prior update’ [6] and the
‘delayed-acceptance Metropolis-Hastings’ [7] schemes respectively. Both of them have MCMC proposals
that are made of localized updates, so that the forward map computation in each MCMC update can be
made efficient by updating the Cholesky factor of the stiffness matrix. Both algorithms’ performances are
compared to that of the standard single-site Metropolis [8], which is considered hard to surpass [3]. The
algorithm of ‘multiple prior update’ is found to be six times more efficient, while the delayed-acceptance
Metropolis-Hastings with single-site update is at least twice more efficient.
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1. INTRODUCTION

Electrical impedance tomography (ETI) concerns inferring the distribution of electrical prop-
erty over a body, with measurement of voltage and current on the boundary of the body [9].
EIT has many applications in various fields, and has been extensively studied during the past
years [10].

This paper discusses the reconstruction problem of EIT using Bayesian inference with MCMC.
The Bayesian approach to EIT was pioneered in [1, 6]. The Bayesian approach results in a posterior
probability distribution of an unknown electrical distribution. With samples of this distribution,
we not only can estimate the unknown electrical distribution, but also quantify the error of this
estimate. Drawing samples from this posterior distribution is however a non-trivial task and has
to rely on the Markov chain Monte Carlo (MCMC) method [2]. Though many MCMC algorithms
work for sampling this posterior distribution, few are efficient enough for practical use [3]. In [3],
performance of various MCMC algorithms is compared on sampling a posterior distribution for
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a toy EIT model. It was concluded that the classical single-site Metropolis [8] is actually hard to
surpass for this application, and more efficient MCMC algorithms are required in order for the
Bayesian approach to EIT to be used in practice.
This study follows the work in [3], and focuses on efficient MCMC sampling for EIT. We speed

up the computation in each MCMC update by updating the Cholesky factor of stiffness matrix
in successive calls to the forward map of EIT. We also employ two variants of Metrpolis-Hastings
schemes [11], to make novel and efficient MCMC algorithms. The paper is organized as follows.
In Sec. 2, we introduce the toy EIT model that this paper focuses on, the posterior probabil-
ity distribution resulting from the Bayesian approach to this EIT model. MCMC algorithms will
be employed for sampling this distribution. In Sec. 3, we speed up the computation of succes-
sive calls to the forward map of EIT in the context of MCMC. This is done by updating the
Cholesky factor of the stiffness matrix in a finite element formulation. We also make local lin-
earisation of forward map more accurate, by introducing a log transformation into this process.
In Sec. 4, two novel and efficient MCMC algorithms are proposed and employed for sampling the
posterior distribution in our toy EIT model. Finally, we conclude the findings and discuss the
future work.

2. A TOY MODEL OF EIT

The EIT model discussed in this paper is shown in Fig. 1. In this figure, a phantom conductivity
x is distributed over a square region Ω. Assuming that the region is divided into a 24× 24 grid
of squares, the true conductivity is constant on each square, and is either three (white colour in
the figure) or four (black colour in the figure) in some arbitrary unit. To infer this conductivity
distribution, sixteen point electrodes, numbered 1–16, have been evenly placed on the boundary ∂Ω
of the region. Current is injected through one of these electrodes and extracted uniformly through
the boundary ∂Ω. The resulting voltage at all of the electrodes is measured. This procedure is
then repeated for sixteen times, with each electrode being the injector of current for once. In the
end, sixteen sets of measured voltages at all the electrodes are obtained, and they are denoted
as uE.

Fig. 1. The toy EIT model. Phantom conductivity is distributed over a square region. White and black repre-
sent conductivity to be three and four in some arbitrary units. Sixteen point electrodes denoted as 1,2,. . . 16, are
evenly placed on the boundary of the region. Through these electrodes currents are injected and the resulting

voltages are measured.

The measured voltages uE at all the electrodes depend on the conductivity distribution x over
the region. This dependence uE(x) is the forward map of EIT, given that the injected current
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is of a fixed pattern. Evaluating uE(x) for some x involves solving the following boundary value
problem (BVP):

−∇ · (x(s)∇u(s)) = 0, s ∈ Ω, (1)1

− x(s)
∂u

∂n
(s) = j(s), s ∈ ∂Ω, (1)2

∫

∂Ω

j(s)ds = 0, (1)3

∫

∂Ω

u(s)ds = 0, (1)4

where u(s) denotes the potential at spatial point s, (1)4 represents a way of selecting the potential
reference that ensures the solution of this BVP is unique, j(s) is the current pattern through the
boundary ∂Ω of the region, j(s) has to satisfy, Eq. (1)3 because of the current conservation. In this
study, j(s) = δ(s− ek)− 1/|∂Ω|. δ(s− ek) is a Dirac delta function, ek denotes the location of the
k-th point electrode on the boundary ∂Ω, |∂Ω| is the length of the boundary. For a conductivity
distribution x, we solve this BVP for u(s) which contains uE . This BVP is solved by the finite
element method (FEM). In FEM, the region has been divided into 24× 24 squares. So the conduc-
tivity x is of 24× 24 components. It is undetermined to infer x with only 16× 15 measurements.
However, the Bayesian approach can overcome this issue by introducing a prior distribution for x.
In the Bayesian approach to our EIT model, the conductivity x is considered to be random.

As in [3], an example of the posterior distribution resulting from the Bayesian approach to this
model could be:

π(x|unoiseE ) ∝ exp



β

∑

i∼j

v(xi − xj)



 I[2.5,4.5]n(x) · exp

{
− 1

2ς2
‖unoiseE − uE(x)‖2

}
. (2)

Here i ∼ j is defined to be a horizontal or vertical nearest neighbour as stated in [3], v(·) is the
tricube function of [12]:

v(t) =





1

s0

(
1− |t/s0|3

)3
, if |t| < s0,

0, otherwise,
(3)

and I[2.5,4.5]n(x) is an indicator function restraining every component of x to be within the range

[2.5, 4.5], n = 242 because x is a n-dimensional vector. unoiseE is the voltage measured at the elec-
trodes that is contaminated with additive noise, ς is the level of noise and β is a regularization
parameter. Here it is set to be 0.5 as in [3]. Samples from this posterior distribution can be used
to produce estimate for the unknown conductivity distribution. To draw samples from this distri-
bution, the MCMC method is employed.

3. FORWARD MAP COMPUTATION

3.1. Exact computation

As indicated in Sec. 2, evaluating the forward map uE(x) consists of solving the BVP (1) using the
FEM [4]. The FEM results in a sparse and positive system of linear equations:

Ku = f. (4)
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Its solution is the potential u over the region that certainly contains uE(x). In (4), the stiffness
matrix K depends on the conductivity x as follows:

K =
n∑

i=1

xiKi + λccT . (5)

Here Ki for i = 1, 2 . . . , n are all sparse and symmetric matrices. They are all built on the same
local stiffness matrix, and depend only on the geometry of the mesh and the element function
employed, c is a n-dimensional column vector with its components either 0 or 1. For each i with
1 ≤ i ≤ n, ci = 1 if xi is on the boundary of the region. Otherwise, ci = 0. λccT is a penalty
term that corresponds to the potential reference (1)4, f only depends on the current j through the
boundary of the region. In this study, the direct method from [13] is employed for the solution of
this system.
In MCMC for EIT, forward map uE(x) has to be evaluated for a series of {x(i)}. Normally, the

stiffness matrix is formed for each x(i), then the resulting sparse system is solved by the Cholesky
factorization. In this study, we obtain the Cholesky factor of the stiffness matrix Ki+1 for x(i+1) by
modifying on that of xi as in [5]. Suppose that x(i+1) differs from x(i) at only its k-th component,

and x
(i+1)
k − x

(i)
k = δx. Then, according to (5),

K(i+1) = K(i) + δxKk. (6)

Recall that Kk is sparse, symmetric and of low rank. So Eq. (6) can be written as

K(i+1) = K(i) ±CCT (7)

for some suitable C. Equation (7) indicates that the method in [5] can be employed to find the
Cholesky factor of K(i+1) based on that of K(i). When x(i+1) differs from x(i) at more than one
component, x(i+1) can be obtained from a series of successive one-component updates on x(i).
Hence, the Cholesky factor of K(i+1) can be obtained from a series of updates on that of K(i).
Efficiency of our method of updating Cholesky factor was measured on the toy EIT model

(Fig. 1). In FEM, the region was discretized into 24× 24 grids of equal size. Bilinear rectangular
element was employed, and the resulting local stiffness matrix was

K4 =
1

3




2 −0.5 −1 −0.5
−0.5 2 −0.5 −1
−1 −0.5 2 −0.5
−0.5 −1 −0.5 2


.

Given that uE(x) had been computed, uE(x+∆x) was calculated by updating of Cholesky factor
method as well as in the standard way. All the computation was carried out in MATLAB, and the
CPU time was recorded with the ‘profile’ command. According to the record, updating Cholesky
factor method was found to be about five times more efficient than the standard method, when
∆x had only one non-zero component. The method for updating Cholesky factor could still be four
and three times more efficient when the non-zero component of ∆x was two and four. As ∆x had
more non-zero components, updating Cholesky factor method became less efficient.

3.2. Approximate computation

In MCMC for EIT, the forward map of EIT is sometimes computed approximately with local
linearisation. Approximate computation of forward map can be used to make efficient MCMC
algorithms, because it is much cheaper than the exact computation. The approximation of forward
map has to be as accurate as possible, in order for MCMC algorithms involving it to achieve
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maximum efficiency. Because of this, we modify the ordinary approximation of forward map with
local linearisation, and make it more accurate.
Normally, the approximation for uE(x+∆x) with local linearisation at x is

u∗E(x+∆x) ≡ uE(x) +
∂uE
∂x

∣∣∣∣
x

∆x. (8)

Here ∂uE/∂x is the Jacobian of forward map. Computing u
∗

E(x+∆x) is well known to be much faster
than uE(x+∆x). In this study, a new approximation is made by introducing a log transformation
into (8). Define ρ(x) = log x and ûE(ρ(x)) = uE(x). Let ∆ρ = log(x + ∆x) − log(x) so that
uE(x+∆x) = ûE(ρ+∆ρ). Then,

û∗E(ρ+∆ρ) ≡ ûE(ρ) +
∂ûE
∂ρ

∣∣∣∣
ρ

∆ρ (9)

is our new approximation to uE(x+∆x).
The accuracy of the two approximations (8) and (9) was compared on our toy model (1), in

terms of the log likelihood term: L(x + ∆x) = − 1

2ς2
‖unoiseE − uE(x + ∆x)‖2. The approximated

log likelihood term L∗(x + ∆x) = − 1

2ς2
‖unoiseE − u̇∗E(x + ∆x)‖2 was computed with u̇∗E(x + ∆x)

being û∗E(x + ∆x) and u∗E(x + ∆x), respectively. The error ∆L = ‖L∗(x + ∆x) − L(x + ∆x)‖ of
approximated likelihood term, associated with approximation (8) and (9) was then compared.
In practice, ∆L was computed for each ∆x = (ξ, ξ, · · · , ξ) with ξ taking various values around

zero. ∆L was plotted against ξ in Fig. 2. In this figure, the dashed and continuous curves correspond
respectively to the ordinary local linearisation (8) and the local linearisation with log transformation
(9). As shown, the continuous curve is always well below the dashed one. This indicates that our
approximation (9) is more accurate.

Fig. 2. Error ∆L of approximated log likelihood based on two approximations of forward map uE(x+∆x)
when ∆x = (ξ, ξ, · · · , ξ). The continuous and dashed curves correspond to the local linearisation with and

without log transformation, respectively.

4. NOVEL MCMC ALGORITHMS

4.1. Multiple prior block update

Our first novel MCMC algorithm is written in the ‘multiple prior updates, likelihood acceptance
ratio’ scheme [6]. This scheme is a special case of the surrogate transition method [2]. Assume
π(x) = πp(x)πl(x) is the target distribution to be sampled. The multiple prior update scheme is
the surrogate transition method with πp(x) as its global approximation π

∗(x) of π(x). Assume that
the surrogate Markov chain begins with state x and ends with state y. S(x, y) is the transition
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function from x to y. Then the probability for the state y to be accepted in the main Markov chain
converging to π(x) is

min

{
1,

π(y)S(y, x)

π(x)S(x, y)

}
= min

{
1,

πp(y)πl(y)S(y, x)

πp(x)πl(x)S(x, y)

}
= min

{
1,

πl(y)

πl(x)

}
. (10)

The second equation in (10) is because

πp(y)S(y, x) = πp(x)S(x, y). (11)

i.e., the surrogate chain is a reversible Markov chain converging to πp. Equation (10) indicates that
the proposal y almost always gets accepted when πl(y) ≈ πl(x).
In this study, the update in the surrogate Markov chain is made on a block of neighboring

components altogether, as suggested by [14]. However, the block update here leaves the mean value
of state variable invariant. Assume that x and x′ are the current and proposal state, respectively.
The indices for all the components in the i-th block is bi =

(
bi1, b

i
2, · · · , bim

)
. The update at this i-th

block is

x′bi = xbi + (Im − a · at)ε. (12)

Here xbi and x′
bi
are the components of current and proposal state that are in the i-th block,

respectively, ε ∼ N(0, σ2Im) and a = (1/
√
m, 1/

√
m, · · · , 1/√m). As shown (Im − a · at)ε has zero

mean, so x′ and x have the same mean value. Since x and x′ also differ from each other at only few
neighbouring components, uE(x) ≈ uE(x

′). Hence πl(x) ≈ πl(x
′). So proposal x′ will very likely get

accepted according to (10).
In practice, the multiple prior block update is mixed with single-site Metropolis ( [8]) when

sampling the posterior distribution (2). The block update (12) maintains the mean value of the
state variable, and the Markov chain updated by this proposal alone is reducible. After Inclusion
with single-site update, the Markov chain will be desirably irreducible [2]. In practice, 90% of the
moves in this mixture are the multiple prior update, so that this mixture update inherit most of its
characteristic. The block was chosen at random each time, and the blocks can overlap each other.
This algorithm based on the 2× 2 block was found to perform the best. The optimal update in the
surrogate chain was found to be about 10.
The performance of our multiple prior block update is compared with that of the single-site

Metropolis [8]. As in [3], Fig. 3 shows the traces of three representative pixels in the conductivity
image from these two algorithms. As seen, the three pixels mixed much better in our multiple prior
block update. This indicates that our multiple prior block update performs much better. The two
algorithms are also compared in terms of the mixing property of the middle curve in the three
representative pixels. As stated in [3], the middle pixel is on the boundary of conductivity image,
and transverse from low to high value during the MCMC run. Its mixing property is an extremely
important indicator for the performance of MCMC algorithm.

Fig. 3. Traces of three representative pixels from Markov chains updated by multiple prior block update
and single-site Metropolis.
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In case of multiple prior block update, it took 10× 10×m updates for the autocorrelation of
the blue pixel to go down to 10%, while it took 10 times more updates in case of the single-site
Metropolis. On the other hand, the CPU time for one multiple prior block update is about 1.7 times
more than that of a single-site update. Overall, the multiple prior block update is about 10/1.7 ≈ 6
times more efficient than the single-site Metropolis.

4.2. Delayed-acceptance Metropolis-Hastings

Our second efficient MCMC algorithm is constructed in the delayed-acceptance Metropolis-Hastings
(DAMH) scheme [7]. As the surrogate transition method, the DAMH also uses an auxiliary prob-
ability distribution to make the proposal move. The auxiliary distribution in DAMH can however
be a state-dependent approximation of the target distribution. This makes DAMH distinctive.
Assume that π(.) is the target distribution to be sampled. The Markov chain to be designed to

converge to π is currently at the state x. Depending on x, π∗

x(.) is an approximation of π(.). With
the terminology from [2], assume that T1(x, y) is an initial transition function for the Markov chain.
In Metropolis-Hastings (M-H) scheme [11], the proposal y 6= x from T1(x, y) has to be tested

in order to be accepted as the state for the next step. The test involves an acceptance probability
α and is: draw a sample from r ∼ U(0, 1); if r < α, accept the proposal. Otherwise, reject the
proposal and the current state remains to be the state of the next step.
In DAMH, the proposal y has to be subject to two steps of the above tests, in order to become

the state for the next step. The two acceptance probabilities in the two tests are

α1 = min

{
1,

T1(y, x)π
∗

x(y)

T1(x, y)π∗

x(x)

}
, and α2 = min

{
1,

T2(y, x)π(y)

T2(x, y)π(x)

}
, (13)

respectively. Here

T2(x, y) = T1(x, y)min

{
1,

T1(y, x)π
∗

x(y)

T1(x, y)π∗

x(x)

}
, y 6= x. (14)

The actual transition function based on the initial transition function T1(x, y) is:

A(x, y) = T1(x, y)min

{
1,

T1(y, x)π
∗

x(y)

T1(x, y)π∗

x(x)

}

︸ ︷︷ ︸
stepI

min

{
1,

T2(y, x)π(y)

T2(x, y)π(x)

}

︸ ︷︷ ︸
stepII

, y 6= x. (15)

Assume that

π∗

x(y)

π∗

x(x)
≈ π(y)

π(x)
(16)

for all x and y that are close to each other. Then,

α1 ≈ min

{
1,

T1(y, x)π(y)

T1(x, y)π(x)

}
, α2 ≈ 1. (17)

Equation (17) indicates that the acceptance probability in the first step of DAMH is approximately
the same as the that of M-H given the same initial transition function. The actual transition function
in DAMH is effectively almost the same as that of M-H given the same initial transition function.
In other words, DAMH produces almost the same amount of statistically independent samples as
M-H, given the same initial transition function.
When the target distribution π(.) = π(.|unoiseE ) in (2), a candidate of π∗

x(.) is

π∗

x(z|uE) ∝ exp



β

∑

i∼j

v(zi − zj)



 I[2.5,4.5]n(z) · exp

{
− 1

2ς2
‖unoiseE − u∗E(z)‖2

}
. (18)
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Here u∗E(z) is the local linearisation of the forward map at state x, as discussed in Subsec. 3.2.
Apparently, (18) satisfies the assumptions (16). Furthermore, evaluating π∗

x(y)/π
∗

x(x) has negligible
cost compared to that of π(y)/π(x). When computing π(y)/π(x) takes up almost all the CPU
time for each update in MH and DAMH, the average CPU time for each DAMH update is α1

times that of M-H, given the same initial transition function. This is because π(.) is only required
to be evaluated α1 times on average in each DAMH update; but every time in each M-H update.
In DAMH, evaluating π(.) only happens in computing α2, which is only required when the proposal
gets accepted in the first step. Recall that α1 is the probability for the proposal to get accepted in
the first step. Therefore, π(.) is computed α1 times on average in each DAMH update. Overall, the
same initial transition function in DAMH is expected to be 1/α1 times more efficient than in M-H.
In this study, DAMH with single-site update was discussed for sampling the posterior distribu-

tion (2) of interest.
First, our DAMH algorithm used two different approximations of forward map, as discussed in

Subsec. 3.2. The performance of the DAMH with these two approximations was then compared.
Figure 4 shows the empirical acceptance rate at the second step of DAMH for the two approxi-
mations of forward map. As seen, the second step of DAMH is close to 1 as expected in case of
approximation with log transformation; while it is well below 1 in case of approximation with ordi-
nary local linearisation. Therefore, approximated forward map with log transformation is a better
approximation and enables the DAMH algorithm to perform better.

Fig. 4. Empirical acceptance rates in the second step of DAMH with two approximations of forward maps.

Second, DAMH with single-site update and single-site Metropolis (single-site update in M-H)
are compared on sampling the posterior distribution (2) of interest. Figure 5 shows the empirical
acceptance rates at every site for these two algorithms: As seen, the acceptance rates at the second
step of DAMH are all close to 100%; while the ones in the first step of DAMH are all close to the
acceptance rate of single-site Metropolis (single-site update in M-H). This finding indicates that the

Fig. 5. Empirical acceptance rate at every site in DAMH with single-site update and single-site Metropolis.
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DAMH with single-site update has achieved the expected performance. In other words, single-site
update is about two times more efficient in DAMH than in M-H.

5. CONCLUSION

In Sec. 3, we speed up the exact computation of forward map of EIT, by updating the Cholesky
factor of the stiffness matrix [5]. With regard to the toy EIT model, our method of updating
Choleksy factor can be as much as five times more efficient than the standard computation. We
also make the approximation of forward map with local linearisation more accurate, by introducing
a log transformation into this process.
In Sec. 4, we present two novel and efficient MCMC algorithms that perform more efficient than

the single-site Metropolis for sampling a posterior distribution of our toy EIT model. One algorithm
is made in the multiple prior update scheme. The surrogate chain in this scheme is updated by
the constrained block update that leaves the mean value of state variable invariant. This multiple
block update was found to be six times more efficient than the standard single-site Metropolis. The
other MCMC algorithm is DAMH with single-site update. This algorithm was found to be twice
more efficient than the standard single-site Metropolis.
As in [3], this study discusses MCMC sampling for a posterior distribution in the Bayesian

approach to EIT. This study equipped single-site Metropolis with efficient forward map solver,
on condition that the sparse system involved is solved by the direct method. We also present two
novel and efficient MCMC algorithms that are more efficient than single-site Metropolis, which is
considered hard to surpass [3].
On the other hand, the sparse system in the forward map computation of EIT is solved by the

direct method in this paper. As EIT model becomes larger and more practical, the resulting sparse
system will be larger, and the iterative method will be more suitable. Therefore, it is important to
study forward map computation of EIT with iterative method for the sparse system. Furthermore,
the proposal moves in our efficient MCMC algorithms are still limited to a few components update.
Future work should also focus on devising efficient MCMC algorithms with multi-variant update.
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